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BEMETY |

ABPC > 16R CFPM > 16R
PIPC > 64 R CPZ/SBT = 16S
ABPC/SBT = 161 FMOX = 8S
TAZ/PIPC = 16S AZT > 3R
CCL > 16R IPM/CS = 1S
CEZ > 16R MEPM = 1S
CTM > 16R AMK = 8S
CFPN-P] > 1R GM > 3R
CMZ = 8S MINO = 2S
CTX > 2R LVFX > 4R
CTRX > 2R FOM = 4S
CAZ > 38R ST > 38/2R

Enterobacter cloacae Escherichia coli
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ABPC AMPC ABPC PIPC CEZ CMZ CTX CFPM MEPM  IPM
/CVA  /SBT FMOX

R F—4 A 77 A3 T R S S R Y, S S S S S
ESBL(TEM,SHV) A 72K AT R S S R R S v v S S
ESBL(CTX-MZ%&) A 7723 2T R S S R R S R R S S
K1 A Ll K. oxytoca R S R S R S V S S S

Enterobacter spp.

Serratia spp.
FEAE AmpC C ek Providencia spp. R R r Vv R r Vv S S S

M. morganii

C. freundii
BREAMpPC C B E. colf R R Vv S R \ Vv S S S
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 HEBEEEMWER B 7 2~—+ (ESBL, extended-spectrum B -lactamase)
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Escherichia coli

ABPC > 16R CFPM > 16R
PIPC > 64R CPZ/SBT = 165
ABPC/SBT = 38S FMOX = 85
TAZ/PIPC = 165 AZT = AR
col > 16R IPM/CS = 1S
CEZ > 16R MEPM = 1S
CTM > 16R AMK = 45
CFPN-PI > IR GM = 28
CMZ = 85 MINO = s
CTX > 2R LVEX > AR
CTRX > 2R FOM = 45
CAZ = 4R ST > 38/2R

ESBLEEAE(EECTX-M%)



Escherichia coli

AL | MIC  FITE _-
ABPC > 16R CFPI\/I =

PIPC > 64R CPZ/SBT = 163
ABPC/SBT = 8S FMOX = 35
TAZ/PIPC = 16S AZT > 3R
CCL > 16R IPM/CS = 1S
CEZ > 16R MEPM = 1S
CTM > 16R AMK = 45
CFPN-P > 1R GM = ’a
CMZ = 8S MINO = 25
CTX > 2R LVFX = 0.5S
CTRX > 2R FOM = A4S
CAZ > 8R ST = 38/2S

ESBLEAE (#EETEM, SHV??)



Escherichia coli

ABPC > 16R CFPM > 16R
PIPC > 64R CPZ/SBT = 16S
ABPC/SBT = 161 FMOX = 8S
TAZ/PIPC = 16S AZT > 3R
CCL > 16R IPM/CS = 1S
CEZ > 16R MEPM = 1S
CTM > 16R AMK = 8S
CFPN-P] > 1R GM > 3R
CMZ = 8S MINO = 2S
CTX > 2R LVEX > 4R
CTRX > 2R FOM = 4S
CAZ > 38R ST > 38/2R

ESBLEEE(#HEECTX-MAR(CTX-M-157))
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ABPC AMPC ABPC PIPC CEZ CMZ CTX CAZ CFPM AZT MEPM IPM
/CVA  /SBT FMOX

Rz F—€ A 7721k &T R S S R v S S S S S S S
ESBL(TEM,SHV) A 772318 2T R R R v @ v @ S S
ESBL(CTX-M&) A 772k 2T R R R @ Y R v S S
K1 A RE K. oxytoca R S R S R v S S R S S

Enterobacter spp.

Serratia spp.
FEAE AmpC C Rk Providencia spp. R R r Y R r VARV, S R S S

M. morganii

C. freundii
BREAMpPC C REH E. coli R R Vv S R \ VARV S R S S
77X FAmpC ¢C 77R3 2T R R R Vv R R R R S R S S
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Citrobacter freundii

AL | MIC  HITE _-
ABPC - 16R CFPI\/I =

PIPC = 8S CPZ/SBT = 168
ABPC/SBT = 8R FMOX = 8S
TAZ/PIPC = 165 AZT = 45
cCL > 16R IPM/CS = 1S
CEZ > 16R MEPM = 1S
CTM = 8S AMK = 45
CFPN-P| - 0.5S GM = 25
CMZ - 16R MINO = 25
CTX = 1S LVFX = 0.55
CTRX = 1S FOM = 45
CAZ = 45 ST = 38/2S



Citrobacter freundii (AmpCREELE)

Al | MIC HUE _-
ABPC > 16R CFPI\/I =

PIPC - 641 CPZ/SBT = 168
ABPC/SBT > 16R FMOX > 32R
TAZ/PIPC = 165 AZT > 8R
cCL > 16R IPM/CS = 1S
CEZ > 16R MEPM = 1S
CTM > 16R AMK = 45
CFPN-PI > 1 GM = 25
CMZ > 32R MINO = 25
CTX > 2R LVFX = 0.55
CTRX > 2R FOM = 45
CAZ > SR ST = 38/25
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Klebsiella pneumoniae

AL | MIC HIE —-
ABPC > 16R CFPI\/I =

PIPC > 64R CPZ/SBT = 168
ABPC/SBT > 16R FMOX = 8S
TAZ/PIPC = 16S AZT = 4S
CCL > 16R IPM/CS = 1S
CEZ > 16R MEPM = 1S
CTM > 16R AMK = 4S
CFPN-PI > 1R GM = 2S
CMZ > 32R MINO = 4S
CTX > 2R LVEFX = 0.5S
CTRX = 1S FOM > 16R
CAZ = S ST > 38/2R

AmpCERE



Klebsiella pneumoniae

EAE | MIC HIE —-
ABPC > 16R CFPI\/I =

PIPC > 64R CPZ/SBT = 168
ABPC/SBT > 16R FMOX = 321
TAZ/PIPC = 04| AZT > SR
CCL > 16R IPM/CS = 1S
CEZ > 16R MEPM = 1S
CTM > 16R AMK = 4S
CFPN-PI > 1R GM = 2S
CMZ = 16S MINO > SR
CTX > 2R LVEX = 0.5S
CTRX > 2R FOM > 16R
CAZ > 8R ST = 38/2S

AmpCERE



Escherichia coli

AL | MIC HIE —-
ABPC > 16R CFPI\/I =

PIPC = 04| CPZ/SBT = 168
ABPC/SBT > 16R FMOX = 8S
TAZ/PIPC = 16S AZT = 4S
CCL > 16R IPM/CS = 1S
CEZ > 16R MEPM = 1S
CTM = 8S AMK = 4S
CFPN-PI > 1R GM = 2S
CMZ = 8S MINO = 4S
CTX = 1S LVEFX = 0.5S
CTRX = 1S FOM = 4S
CAZ = S ST = 38/2S

AmpCEEGERE ?)
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ABPC AMPC ABPC PIPC CEZ CMZ CTX CFPM MEPM  IPM
/CVA  /SBT FMOX

R F—4 A TI7RIFR T R S S R Y, S S S S S
ESBL(TEM,SHV) A  73xs &7 R S S R R S v v S S
ESBL(CTX-MZ%) A 7923F &7 R S S R R S R R S S
K1 A R K. oxytoca R S R S R S v S S S

Enterobacter spp.

Serratia spp.
ZFER AmpC C ESENES Providencia spp. R R r % R r v S S S
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B AmpC C Ltk E. coli R R Vv S R Vv Y S S S
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Escherichia coli

AL MIC HUE P _-
ABPC > 16R CFPI\/I =

PIPC - 641 CPZ/SBT = 168
ABPC/SBT > 16R FMOX > 32R
TAZ/PIPC = 641 AZT > 8R
cCL > 16R IPM/CS = 1S
CEZ > 16R MEPM = 1S
CTM > 16R AMK = 45
CFPN-PI > IR GM = 25
CMZ > 32R MINO = 25
CTX > 2R LVFX = 0.5S
CTRX > 2R FOM = 45
CAZ > 3R ST = 38/25S

AmpCER(TFAIFE? BRIEE?)
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Escherichia coli

ABPC > 16R CFPM > 16R
PIPC > 64R CPZ/SBT > 32R
ABPC/SBT > 16R FMOX = 321
TAZ/PIPC > 64R AZT > 3R
CCL > 16R IPM/CS > 2R
CEZ > 16R MEPM > 2R
CTM > 16R AMK = 4S
CFPN-P] > 1R GM = 2S
CMZ = 321 MINO > 3R
CTX > 2R LVEX > 4R
CTRX > 2R FOM > 16R
CAZ > 38R ST > 38/2R

ESBL+AmpCEE(+HEER?)
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